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TOOLS FOR EASY PDB DATA
VALIDATION AND DEPOSITION

Quickly assemble accurate PDBx/mmClIF data files

B Extracts statistics from the output files produced by >35 software programs
for X-ray and NMR protein structure determination
> Including REFMAC, PHENIX, BUSTER-TNT

Assembles specific details about your experiment and experimental model
Supports multiple MTZ file conversion
Creates a complete PDBx/mmCIF file ready for validation and deposition

Enables easy submission of multiple structures. Use the same author
information template to generate files for related structures

Visit pdb-extract.wwpdb.org to use the online server or download the latest
workstation version.

Convert structure factor data files

B Easily translate your structure factor file between different formats
(mmCIF, MTZ, CNS/CNX, XPLOR, SHELX, TNT, HKL2000, SCALEPACK,
D*Trek, SAINT, or OTHER format)

B Check for twinned or detwinned data

Questions, comments, and suggestions should be sent to

deposit@deposit.rcsb.org.



